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FAE] BR: WG T4 R EHP V16 BAPE B S 25 5 K i microRNA(miRNA) , - T I 4347 3
RINfE. Fik: RAmiRNAGEES I A B ARST SHIHPV 16 BH M (14357 56 R 15 4 B 2R i B i 98 EA T miRNART A 9%
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EIF4EBP1, GNAI2, LIMKI, RHOC, ROCK2, SLC20A1, TERT, H2AFX; miRNA-720%03E[K JEZH2, AGAP2,
SPOCK2, FGF14, HNRNPA2B1, QKI, FOXGl, ACVRIB, DNMT3A, EPHB2, LATS2, KRAS, CCND2, NBN,
ENAM, AMELX, PRNP, CALBI1, M ILFEAUIEZEZH2, 4518 : miRNA-138, miRNA-7207E 598 #g il 4k 5 /K i
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ABSTRACT Objective: To explore the differential expression of microRNA (miRNA) in HPV16-positive
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squamous carcinoma of the cervix in the Uygur of southern Xinjiang and to predict the target genes
of the miRNAs.

Methods: Samples of HPV16-positive squamous carcinoma of the cervix from S Uygurs were
collected for miRNA microarray assay. The differentially expressed miRNAs were selected for
further verification by real-time quantitative RT-PCR. The software, including targetscan, miRwalk,
miRanda and pictar, were used to predict the target genes of the verified miRNAs.

Results: Eighteen differentially expressed miRNAs were identified by miRNA microarray assay.
The significantly differentially expressed miRNA-138 and miRNA-720 were verified by real-time
quantitative RT-PCR. According to the prediction, the target genes for miRNA-138 were EZH2,
LYPLA1, ARHGEF3, CLNS1A, EIF4EBP1, GNAI2, LIMK1, RHOC, ROCK2, SLC20A1, TERT,
and H2AFX, while for miRNA-720 were EZH2, AGAP2, SPOCK2, FGF14, HNRNPA2B1, QK],
FOXG1, ACVR1B, DNMT3A, EPHB2, LATS2, KRAS, CCND2, NBN, ENAM, AMELX, PRNP,
and CALBI.

Conclusion: miR-138 and miR-720 are the down-regulated target miRNAs in HPV16-positive
squamous carcinoma of the cervix in the Uygur of southern Xinjiang. The common target gene for

miR-138 and miR-720 is EZH2, which might be related to cervical squamous carcinoma invasion and

metastasis.
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B S0P S R DR MR, R AR I LA
P L IX (Rt R ) 22, b 4 IR 10 2 S
1R N S27/1007, EALETTH L 12102147,
WY Sk v T v Gl b DX R R T RN A B
KA N #L2k 98 9 57 (human papillomavirus, HPV)/E
Yoo FATAORTIABETE RN 58 i IX 46 5 /R B
B SR H LIHPVI6IR YL T, L T1594.31%.
{HHP VIR YL T B0 23 1 8 O ALH AT T .

M /NRNA(microRNA, miRNA)JE—RTERE
SEJE K Bl 5 A KN mRNARY 3 -3E 8 37¢ X
(untranslated regions, UTR)Z%4 & & I 4 3 K 3 ik
M/Nor FAE IS RNA . 76 2 Fh o b # & A
miRNAM 55 £k, If HiX 2EmiRNATE MR 1Y &
A AR g A Y AR

AR 548 R P AR 270 26 5 AR B 348 3 i i
Y IR EHPV 16 AH G 5 B 19 22 5 miRN A I i
AT TRE S B, -4 55 98 e S A O T e 0 g
HOC I miRNA

1 WHR5FE

1.1 Xf%

WS 4 S st s R R A B U bR R Be 201148
F20124F 12 [ 9136 It & Tb~11a B 250 R 41 A g
23461, 43 i B 55 2 20 Sk B, 38 SR R E R

BRI, IH R I b 146 . 1o 19,
AW 36~69 (TALAFIES1) %, i R 23 30T LA I P 7=
BHEK 2 (international federation of gynecology and
obstetrics, FIGO) R} g 20094F 37 73 HA A A5 e o
R B R B S, ELBR A A R A i B
ARG o BT A B A B WA B9 E 75 8 8 I LK
JE R, B AR

1.2 Fi&
1.2.1 FRJEHEE IR W 7k Ae M) HPV16
HPV165| ¥ 5541 F . HPV16 E7-F 5-CAAG-
TGTGACTCTACGCTTCGG-3', HPV16 E7-R
5-GTGCCCATTAACAGGTCTTCCAA-3', 2%3i)E
WHBE I FEL UK RS PCRY G 7=y, 58 AMEE I AR AT
WMEE . Bk kAT Bos Y R/ 281 bp R HPV 16
FHAE
1.2.2 %75 R #HAKAT miRNA ik it
CapitalBio® M L S1 ¥ miRNA: H V4.0, 14 H L
SR E], BRI A T, SR
heSlide Washer™ 8% Ak T X0 A 47 15 Uk AR
T, EheLuxScan™ 10K/ AXUHE B #OGI U
R AT, LuxScan3.0 &% 53 #1504 %5 K dis 017
PEHC, SAMB kAT 22 R AR By Bk e o 1B SR A
ﬂ?{ﬁ%j{fm%(false discovery rate, FDR)Tﬁ?fﬁUT’fS%u
W, 254550 (fold change, FC)N1.5.



BB TR AE SR HPV16 BHTE S S microRNA Fifiie S IRg T 2, & 703

1.2.3 A+ 2% RT-PCR #] miRNA
R L RS K 25 51, P e 2 7 Rk
B3 ¥ has-miRNA-138, has-miRNA-7203F17 SZHT

ERRT-PCRGIN , XF 5 A 45 kA7 5603E . LIUetE

HNZ. FIYFFEI IR,

*1 519F3
Table 1 Primer sequences
FHEA 519575
miRNAE H] Sense5 | ¥ §'-GTGCAGGGTCCGAGGT-3'
U6-F S'-CTCGCTTCGGCAGCACA-3'
U6-R S'-AACGCTTCACGAATTTGCGT-3'
hsa-miR-720 §'-UCUCGCUGGGGCCUCCA-3'

hsa-miR-720-RT
hsa-miR-720-AS
hsa-miR-138

hsa-miR-138-RT
hsa-miR-138-AS

S'-GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACTGGAGG-3'
§'-GCTCTCGCTGGGGCCT-3'

5'-AGCUGGUGUUGUGAAUCAGGCCG-3'
S'-GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACCGGCCT-3'
5'-GCGAGCTGGTGTTGTGAATCA-3'

1.2.4 miRNA #) ¥k F 770

I E A E FH mi RN A 3 PR30 3000 190 3 3 1 7 45
1E. l)targetscanmiﬂ:: http://www.targetscan.org;
2)miRwalk ¥ hik: http://www.umm.uni-heidelberg.
de/apps/zmf/mirwalk/; 3)miRanda ™3t . http://
www.microrna.org/microrna/home.do; 4)pictar/®
Hk. http://pictar.mdc-berlin.de/

1.3 Giit=#4biE

K HISPSS16.048 it 2 Ak kA7 3 #r . Beit s
PR BN R 0, S50 B804 DA BB A o 22 (x£s) 3R
N, P<0.0SHZESAGIFFE N,

284 B

2.1 425 RNA [REKRNLE R

fdi FHM200Pro il 5 4SO A 5 BARNAZEEE
A260/A2807£1.8~2.0, ULIHERNAZEER F; 1.2%
B TS 72 P 5 1 L K R A i L RINASE 2K, 28 S 4%
W ELIN 18 SIN2AE, 5 SAAT SR ik (K1), i
MU S RNASEHE, WA P A .

2.2 HPV16 1l 45 R

XF 2351 B S g A LA THPV L6k DN, 17451
HPVI6H M, Forps@lbnA H T Fdail, 1564
A F S B 52 B RT-PCRAG I (1% 15 1 A A w40, 45
FT Ak ry 3 ibrAc ), 6IHPV 16K 45 H ]
P, HPVI16PHM: AR N 73.9% . BifEHHEEE I B ik

K HPV16ZE R WLE 2. Ik 181 bp ity
PR L HL UK SE A O H W 2501, HPV 16K I 45 5 0
FHE; JCHL Uk 2 SOk 58T ANFESL bpEdy,
RIEHL K e AR B B 45, rTRE N 519 R AR e
cDNAREH A B FT 5, HPV16K: 455 R BT

23 HER

S 151357 968 T ¥R Ak B R I HPV 16 BH 1 By 25 TR 4
JH g 2 2 S S5 L (R AR 48~58 %, IR 4%
W AT 1~TTa 1)) miRNA F 4 25 SR LR 3. i
SAM# APk % 2% S miRNAs, 18 miRNAs{E G4 21
R A, H 10 miRNAsF A FiH, 8
P miRNAsFK L T (El4, 3£2).

28S

18 S

SS

BEl1 SRNAFRBEET SR K E

Figure 1 Picture of formaldehyde degeneration electrophoresis
gel about total RNA

C1, C2: Cervical cancer tissues; L1, L2: Cervical cancer adjacent

tissues; N: Normal tissue
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1 23 4 S5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 2122 23 M

500 bp

& 100bp
50bp

B2 203 AR HERE AL kAL IHP V1645 R
Figure 2 Results about detection in HPV16 by 2% agarose gel

electrophoresis

1-23: 23 cases of cervical cancer tissues; M: Marker

B 3 miRNA &5 R
Figure 3 miRNA microarray results

A: Cervical cancer tissue; B: Cervical cancer adjacent tissue

2.4 SEFES PCR ML R
2.4.1 A Z % RT-PCR A& oL

S EERT-PCRUUGH NS, XTmiRNA A

2R IRMmiRNA, M BE AL 30O A 22 57 %
JAfmiRNA: miRNA-138, miRNA-720, #EF73LH}
JERRT-PCREZIN, ¥0] UL ML A () PCRY™ 14 il £k
ULIAPCR™ Wi 8, 5IWHURE &, B
UGN S 0% g i 2 1 L
HAb AR R R (ES) .

VAW R —, o

Log-log scatter plot
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Figure 4 Comparative analysis scatter plot of the cervical squamous cell carcinoma (C) and their adjacent tissue (L)

X and Y axes were the fluorescence intensity of the signal to the coordinate value of the cervical squamous cell carcinoma and their adjacent

tissue respectively. Hybridization signals for each data point represents a miRNA chip point, the data points marked in red and green were

differentially expressed miRNA (fold change=2 or fold change <0.5), almost no difference in the expression of black marks belong (0.5<

fold change<2)
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R 2 MEEEEE/RIK HPVI16 P S MELE T = RRIAH miRNAs
Table 2 miRNAs differentially expressed in the Uygur of southern Xinjiang HPV16-related cervical squamous carcinoma

Gene Score/d Fold change Q-value/%
hsa-miR-31 12.290776220 2.3406 0
hsa-miR-142-Sp 6.551195741 2.4139 0
hsa-miR-1234 5.869047548 1.7107 0
hsa-miR-1273 4.160696058 1.6652 0
hsa-miR-720 4.996993840 3.7139 0
hsa-miR-21 2.941448468 1.8642 0
hsa-miR-1285 2.349078383 1.8136 0
hsa-miR-138 3.731821136 3.0244 0
hsa-miR-1181 1.836497267 1.9024 4.614
hsa-miR-224 4.792889161 4.6074 0
hsa-miR-26a -6.087792042 0.5926 0
hsa-miR-125b -5.155407108 0.4327 0
hsa-miR-99a -4.094353170 0.6160 0
hsa-miR-134 -6.346869021 0.3074 0
hsa-miR-198§ -3.622344421 0.6043 0
hsa-miR-379 —-5.03115459S 0.2060 0
hsa-miR-100 -2.491208703 0.3246 0
hsa-miR-6235 -4.391300569 0.2868 1.969

242 % B Z & RT-PCR IBiE4 R

X miRNAGY RS R 3 AR 0 3 H 25 5 3%
K E AP miRNAs: miRNA-138fImiRNA-720
YEAT SCAS E B RT-PCREGIE . #EHL 15 1b~1TalH
HP V164 BH M /4 8T 5 w35 4E 5 /R T8 e 201 i 4R
YR ALY ST R I . miRNA-138F1
miRNA-7207F 5 FHR 0g 4l . fe o5 418l 1)
TR R 100%, XF ' HEER A0 M A . I 5T

i

0 2 4 6 8 10 12 14 16 18 20 22 24 26 28 30 32 34 36 38 40 42

Cycle

Legend

s s lc o M: Hrlc lH

Els PCRI1E i LeF0iE A i £k
Figure S Amplification plot and melt curve of PCR

200 B B 43 AT IE SRR S, AF AR
A, KB . miRNA-1387E 441 5
o AP REMNER BRI FE L (1=2.167,
P<0.05); miRNA-7207F i 4 21 59 55 41 R Gk
122 A Gt 2F s L (t=4.987, P<0.001)., ZEIfE
HERT-PCRA M miRNA-138, miRNA-7207E & 2 i
RAM s U 1 22 R RIR (3R3), 5O 4R —
B, VLM miRNA R 45 S n] 5

eSS

4.5 n
4.0

3.5

3.0

Derivative Reporter (-Rn')

60.0 65.0 70.0 75.0 80.0  85.0 90.0 95.0
Temperature/ C

1 i
mA =B mC mD mE mF m GmH
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2.5 miRNA-138, miRNA-720 B85 E #1552

H A [ 58 /N & 21 miRNAFE 3 [H]
T A, SR PR AR s HE T . FRATT AR X PR Hb
Fjjﬂtargetsca, miRwalk, miRanda, pictar?ﬁ‘])ﬂﬂ’ﬁ
G4 miRNA-138, miRNA-720f9 40 3L £ 51,
2.5.1 miRNA-138 ¥z 2L B Fm 45 R

Wt Z B B s X, FRImiRNAs /T
53 UTRMFTRELS B s, R I 124 58 P ot
— B A miRNA-138 ¥R HL K] (£64)

2.5.2 miRNA-720 ¥z & B ) 25 R

FIH H AT 2 AT T 147 miRN A S K] i
WP 3 TR miRNA-720 % L (K, 49> 8 4 T 0] 4% 2R
ToE 2 EAH o Targetscan Ik FlmiRanda ¥ 1 Fi il
A0 L TR 22 X 5 miRwalk P41k AllmiRanda X 3k 7900
B R 25 R 22 A H 18 A S B A ARG S (K5) .
EZH2 }miRNA-720-5 miRNA- 1381 [w] {8 4 4L JL 4]

% 3 miRNA-138, miRNA-720 75 FE R ESHARRIEFEIELER (n=15, X+s)

Table 3 Expression of miRNA-138 and miRNA-720 in cervical squamous carcinoma tissue and para-carcinoma tissue (n=15, %=s)

-AACt

ERiE-YS) A Ctygaan A Cygsan A A Ctyg gz 2 £ p
miR-138 14.4232 + 1.6156 13.1258 +2.4932 1.2975 +2.3187 0.4069 2.167 0.048
miR-720 5.9730 +£ 3.3019 0.6096 + 2.8229 5.6016 + 4.0074 0.0258 4.987 <0.001

3 4 miRNA-138 $BEFE TN 45 R K HIhkE
Table 4 miRNA-138 predicted target genes and their function

HH BN i

EZH2 S5 YRGB IE N, P IER Rk, A K

LYPLAI ELA AR A A DA S 1 o B e 170 5 28

ARHGEF3 SETYESEESL S, SHEESRERNE S

CLNSIA SR AN A B AR A AL /DN SR T R AT A 3R A

EIF4EBP1 S SR AR 5 R AR5 T BRI kAT G

GNAI2 SRR, PR UE AN M B, A R K

LIMK1 SO B AR A AH DG, IR SR AR K

RHOC A 32E i Jed 20 Al 34 5 FD 5 B

ROCK2 VAT AT 2L, W AR, WLBNEE ) SR AR B BE R IE B, c-fos ILIR 521 6 1 B4 384 Tk

SLC20A1 5w, 58S, BRI A A, WA

TERT S R S I (WTERT) J2: i B 52 A PR RO A% 0 a0, 5 kr TG P WA G, 7 446 S0 43 b i 4
AU R I, O R B R RN Bt S B AR G o U sk AT T o SR A B X Ak g
B A

H2AFX DA EAHAR G — R, SIS IA %, SDNAUIBE A, Sinthanipss a4 ¢




BT R AR R HPV16 PP 3558 microRNA it M IIREMIT 32, 45 707

& 5 miRNA-720 SBEETNE R R HINEE
Table S miRNA-720 predicted target genes and their function

A AR

EZH2 Z 5P ORI IE L, TR R SR, Ha i 4h R

AGAP2 AR FRPTA TR, 76 IR 4n i b ok B 20k, (R A i 1 12 5%

SPOCK2 A [ (14 2 1 S A8 1A

FGF14 L5 e i A K IR FR o o6

HNRNPA2BI S pre-mRNALL AN A 7 T8 1915 A MR A R AR A iy, 55 At 400 ML %) 5z 1) B A %

QK1 P AT mRNAY 2, mRNAMBEZ S, HEABFIE, mRNAMERE; SIS0 E NS 556 M
GRS T A LY A3 Ak, AT RE SRS PR A B4 A G

FOXG1 PR, 5 KA E A X

ACVRI1B S EEINTRE S

DNMT3A 5DNAH AL R ML A %, SMIGETE . EEMEC . XY amRKERC, HEAMHES
KR W

EPHB2 SMaRzBEREAR

LATS2 PSRRI, SR L A 20y YRR DT AT O, TTRE 5 p S35 I 4 i B 4R 45473 1) 1
T L D BB G, I T L 36 A 25 3 1 R R TR e 3k

KRAS R T UEFL S W ras BRI R, — A EIERME 0T — D BOGE RAE o 55 45 Fl W i e 450 45 fili A 3
B | AR MR AN T T G

CCND2 2 5 g 410 1 2K 1 A BE R L R b, 5 B0 L0 206 0 2 58 40 B S A A O, 7 B SRR SR AL I iR
W K Rk

NBN SR WSS AR %

ENAM Z 5 E T b g fy 44

AMELX SR & AR T R AR G, SXGEBIRT R B R A Ok

PRNP ST RHR . BOOE R RIE R IR . E R . EER A

CALBI e

33t i #Northen#4 52, RT-PCRAGJFIEFES:, Won T

miRNASE ] ZFEThY . WY AR ESEE
Y1t A A ) v G — 2 TR P IR R G A Y PR R
/N5y FRNAs, Al 5 H A mRNA M 4 5 PR o 5
Be Xt 51 S mRNARYREAR . P06 sis AL, DU X 3%
PRI EA T S 57 i s AR R 4

AU e LM R WA CEEM R, HATA
XmiRNAS B FENHRE . 2W . 097 XU J7
I 9 IF 78 32 B AATT 0 563 o K I AN 0 BT miRN A
FR A2 S miRNATRE 1 1 223417 . miRNA
W BRI 7 AL FE RN A B 43 #F J5 35 . miRNA
HEDRLES S E BERT-PCRZE . RNAEI 43 Hr
TR EARMER . 1. BT ELS . miRNA
SR H AR AT ] K miRN A Y 22 5K 7K OF gE AT
f Al PR L MER RO, RE PR A R A
M miRN AR K B, R & 80 o 25 5 Kk
miRNAM AR TT . 20044E Lu s PR E & W H
miRNA A 3 ARK W miRNATE24 5N FL ST A
) b e b i) A R, a5 R E B ER L, i H

miRNAG FHE AR E KW T, L0 E ERT-PCR
2 S A AR 09 M A R, HAT H B
A REUER . OKEES . EEML . v LIEE
R . BEA R X 4 miRNART A4 1 LA K HiAth 1
AmiRNAFJE TG, OBk i 2 v
FmiRNAK R

AT 1k B S I HP V 16 BH A 387 85 5 ¥ 4k 5 /R
W U L S S S UE R 4, R
TR B B AR, K T 6 g S R SR AL ALY
miRNAMF L ; R HSAMBK A i 2 FD REE il 75 5%
AN . FCHO0.2M5 DL B 25 5 R AmiRNA, A
18 miRNAsTEf H 4 Rk kA A2k, Hrio4
miRNAs F ik, fUHFmiRNA-31, miRNA-142-
Sp, miRNA-1234, miRNA-1273, miRNA-720,
miRNA-21, miRNA-1285, miRNA-138,
miRNA-1181, miRNA-224; 87 miRNAs i3
ik, f34EmiRNA-26a, miRNA-125b, miRNA-
99a, miRNA-134, miRNA-195, miRNA-379,
miRNA-100, miRNA-625. [N}, 7EiX4EmiRNAs
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1, miRNA-138, miRNA-7207E 7 £ 5 rp f) Fe 1k
ERBE, WX 2P miRNAsHET T 1S5k A 52
i} 2 EERT-PCREGIE, Z5R 5N 450 —5, 1l
AR S B miRN A F K I 25 502 AT FE 1)

ZFPmiRNATE R FUE 235, WmiRNA-2057E
B A A I8, hsa-cer-miRNA1L, hsa-cer-
miRNA2 fllhsa-cer-miRNA4{E & FiJig 20 21 vp | E 3
kB MTHR-HPV B74# & (7] DLl i T 37 6 2
F ¥ miRNA-15, miRNA-164FikAFES, 41
JL A5 Ak 3t B R miRNA-203 (9 G (L FR B L), 5
Wil 210 i (%) 334 B R0 200 JfL S 3 o AR BIF 9T 45 SRR R
miRNA-138, miRNA-7207F Ib~ITalll i i pe HFHPV 16
PRV B R R E S0 1 2 rh 38 R I

miRNA-1387F Z F ifyg vh 3k R, K
HAE R I S R AR wF g R B
miRNA-1387F £ M 5 Ik 41 Jifd Jegs 114 41 Jf Bk v 4 41
Rz -1 A% Ak, U miRNA-13 83 5 41 ig i 7%
MZZE, E—MZIaen TR 4. m B A p
AN KmiRNA-720-5 5 89 LA A H At b /4 40 56
PEAY 2308 B B W 2 A RE R R A A g
KB : miRNA-720, miRNA-21, miRNA-221,
miRNA-4317EHj fE P 8 P ¥ 2 BRI, IF
KIS FH I miRNAsH T14q32 L ik, 2%
%E’Jﬁﬁ%“”ﬁfﬂl, SnoN/SKILZE K i i+ T ¥ hsa-
miRNA-720% il &8 40 I i 39 5 . ARIFoT 45 1
. 7RmiRNA-138, miRNA-7207E #7 #6 m 76 4k B /R
B S g 2 20 B SRR B ROE S SV, IFAE
Ib~ITa ] By 20096 20 2 v BIVAT DLRS I 281 JHE 3R 3k o 114 28
b, PR EAE 35 4 W H nT RE 2L A U2 W 0 R S
[Fi] — & PR AT DLAE AN [R) %) i 98 1 23 e 522 B o0 O [ 1)
I8, miRNA-7207F H A — 2L ifgd 21 21 Rk 1
VA, T A S T T A B R i S R 4 2 b Rk
T

ELUE S miRNAGHE 13 45 [ AS [ 0 510 356 PR of 0
i 96 A0 6L 1 AR W 2 AT Sk, DN S 5 R Y kA
P, AFFRUSL . miRNA-138H [ DNAT 145 4 5
MFH2AX, # ) T HERE, HF4HEEDNA
Y5 YL R ARFE E . miRNA-7203 i3 #8375
TWIST 136 [R 0 ) L A F 2 s () 4R 22 s s el
AHE 5T AL B A4S 2T AT 844 3 647
PRI . targetscan T FLEIY, miRwalk F %
HF A . /NERA KR, miRanda®] H T H
M, pictar ] DAZEAHMEZN Y, 4 Hu SR i v 35
miRNA JEEIER . 45 R miRNA-138 /Y # J5E [H 40 4
EZH2, LYPLAI, ARHGEF3, CLNSIA, EIF4EBPI,
GNAI2, LIMK1, RHOC, ROCK2, SLC20Al,
TERT, H2AFX., miRNA-720 405 K40 HFEZH2,

AGAP2, SPOCK2, FGF14, HNRNPA2B1, QKI,
FOXG1, ACVRIB, DNMT3A, EPHB2, LATS2,
KRAS, CCND2, NBN, ENAM, AMELX, PRNP,
CALB1. EZH2/ZmiRNA-138FImiRNA-7203: 5] [
ML BZH2Z R M zeste 3 R4 51 T 1 A S [R] IR
Vi, Z19964F LI — Ry NZEEEH . %
FENL T NG R7q35, B K EZ40 kb, EZH2HE
DAL 2t B 1) 2 18 T 2 0 R B o 22 i A i IR
MHEZGER T ZREAEGY, BZH2E 2
H 3 F LA N 2 41 88 (13092755 i 2 R (H3K27)
AT I UTER B 0 A . H3K27 R 4ERE YL A 5
EERM—FEERM, 50T,
P R RFIN, R A R, PRI AE 20
WS ERKEE KXYt O A 5 ¥ A
EM . EZH2BRY LI REAFAESE /R EZH2 AL P AY , 3
TIY R SPL B IR e Ak T i 42 4R DT, BZH23E
2PN BIRAE 1 Z W ALER 1 W A S D S 2
IRV, #rTBE S BUMIRIE B, B LA —Fh i [a)
EZH2 (1)1 R 25 9 i A 750 5 7 HE RE 410 il e % mis 571
PRI PR RIS e e S P EZH2 I R R s S
i 96 4 FEL A3 A Ll PR A3 3 L R T TR R Rk I 4
B UIMEY, BZH2 B 5 Y ARSI I,
AL R, A EA R, W AE A e
HERKET MXYe R K577 H A EEAEH .

MG T — 250 AT R K 4 45 2 R A
U LA 56 GIE 5L L, Ak 82 T e R G 0 R R PR Y
e, JET R FHWestern B 48 U 1, M1 45 5
miRNA-138, miRNA-7207 45 1 H05E PK H BT 2 7
HI.
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